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aZIpeC MCCTa OCYIICCTBJICHUSA NCATCIIbHOCTH

Ha coorBercTBre TpeGoBadusM ['OCT ISO/IEC 17025-2019 «O61me tTpeboBaHus K KOMIIETEHTHOCTH UCHBITATENbLHBIX U KAJIMOPOBOYHBIX JIAOOPATOPUILY

HaMMEHOBaHME U PEKBU3UTHI MEXKIOCYIapCTBEHHOI'O MJIM HAI[MOHAIBHOIO CTAHapTa, yCTaHABIUBAIOLIET0 00Iue TpeOoBaH!s K KOMIIETEHTHOCTH
UCIBITATENIBHBIX J1a00paTopuil

JIOKyMEeHTBHI,
yCTaHaBJIMBAIOIIHE
MpaBUJIa U METOMBI
Ne HCCACAOBARIH Kon Kon OmnpenensieMast XapaKTeprCTHKA Jnanazon
i (McTBITaHMiT ), U3MEPEHHUH, HanmvenoBanne oObeKTa OKIIJT 2 TH BOJ] (oxasatens) S —
B TOM YHCJIE JOKYMEHTBI, EADC
yCTaHaBJIMBAIOIINE
IIpaBUJIa ¥ METOMBI OTOOpa
00pa3mnoB (1mpo0)
1 2 3 4 5 6 7
1 | 'OCT 31904 ITpoayKTHI IUIIIEBBIE - - OT60p TIPOO -
I'OCT 26809.1 MoJ10KO, MOJIOYHBIE, MOJIOYHBIC - - Ot60p TIpoO -
COCTaBHBIE u
MOJIOKOCO/IEP>KaIIe MPOTYKTHI
3 | T'OCT 26809.2 Macno (TomieHoe U CIMBOYHOE, - - OTt60p mpod -
KpOME CYXOro) ¥ MAaCIsSHYIO




Ha 17 nucrax, IucT 2

3

7

[IacTy M3 KOPOBBETO MOJIOKA,
MOJIOYHBI  KHp,  CIHABOYHO-
pacTUTENbHBIE CIIpeabl u
TOIUJIEHBIE CMECH, CHIPBI, ChIPHBIE
MAacchbl,  CBhIpHBIE  IPOAYKTHI,
IJIABJICHBIE  CBIPBI, IUIABJICHBIE
CBIPHBIE IPOIYKTHI

I'OCT P 51447

Msico u MsCHblE TPOAYKTBHI,
BKJIIOYAsl MSICO U TPOAYKTHI U3
Msica OTHUIIbI

Ot60p TIpo0

I'OCT 9792 pazpnen 3

dapimupoBaHHbIE, BapeHo-
KOITYCHBIE, TOJTyKOITYEHEIE,
BapeHbIe, CBIPOKOITYCHBIE,
CBIpbIC, JIMBEPHBIC M KPOBSHEIC
KOJIOACEL, MSICHEIC xje0a,
COCHCKH, CapJIejbKd, IPOITYKTHI
u3 CBUHHUHBI, OapaHUHBI,
TOBSJIMHBI M Msica JAPYTHUX BUIOB
yOOMHBIX JKUBOTHBIX H TTHIL
(BapeHsble, BapeHO-KOITYEHbIE,
KOITYEHO-3allCYCHHEIE,
3areyYeHHEIE, XKapeHble u
CBIPOKOITUEHbBIC), OCKOH COJICHBIN
B IOJYTYIIaX, 3eJbIbl, CTYIHH,
XOJIOJICI] M MTAIITETHI

OTt60p npod

I'OCT 31467

Msico nTunb! (TYIIKK U UX 9acTH,
MSCO  NTHIBI  MEXaHMYEeCKOM
00OBaNIKM), [TUIIEBEIE
CyOIIPONIYKTHI ¥ MOy (hadpUKaThl
u3 msica u MHIIEBBIX
CyONpPOYKTOB MTHIIBI

Ot60p TIPOO

I'OCT 31942

[ToBepXHOCTHEIE, MMO/I3EMHEIE,
MIUTLEBLIE, CTOYHELIE BOIBI, BOIA
IUIABaTEILHBIX O0acCceiiHOB

Ot60p TIPOO

I'OCT 26669

HI/IIJ_[eBBIe 1 BKYCOBBIC ITPOAYKTBI

[ToaroroBka po0d JUTSt
MHKPOOHOJIOTHIECKUX aHAIN30B




Ha 17 nucrax, IUcCT 3

1 2 3 4 5 6 7
9 |T'OCT 7702.2.0 IIponykTsl y0Ost nTUIbl (TyLIKH, - - OT16op npod -
YaCcTU TYILEK, XKUP-ChIPEll, KOXa,
CyOIpOMYKTBI,  MSICO  ITHUIIBI
MEXaHUYeCKOH OOBalIkh, KOCTH
T TUIBI IUIneBasi, CBIpbe
KoJUTareHcoeprkalee),
IpeJHa3HAUCHHbIE [T MUIIEBhIX
1esied, moaypadpukaTel U3 Msca
OTHUIBI U 0OBEKTHI OKpYIKarolei
MMPOU3BOJACTBEHHOU cpenbl
(TEeXHOJIOTrHYECKOE
obopynoBaHue, Tapa, MHBEHTaph,
CTEHBI u TIOJIBI
IIPOU3BOJICTBEHHBIX LIEXOB,
olle)K/la U IOBEPXHOCTh pYK
pabOTHHUKOB)
10 | TOCT ISO 7218 [InmeBble TPOLYKThI 10.20.1 0201- OO1ee YUCII0 (menee 1-9,9x10°)
mm. 10.2.3,10.2.5, 10.3 10.20.23 0210 KOJIOHHH/KOJINYECTBO KOE/r
10.20.24 0301- | Me30pMIBHBIX  a’pOOHBIX |
10.20.25 0408 (dakyIbTaTHBHO-aHA3POOHBIX
10.71 0701- | mukpooprann3mMoB/KMAD®AEM
10.72 0910
10.82.2 1101-
10.84 1108
10.85 1201-
11.05.1 1208
1301-
2106
11 | TOCT P 54354 1. 8.2 Msco (Bce Buael yoouubex | 10.11.1 0201- | KomuuecTBo Me30(HITBHBIX (menee 1-9,9x10%)
YKUBOTHBIX), noydadpukarer, | 10.11.3 0210 adpoOHBIX W (aKyJIbTaTUBHO- KOE/r
CyOIpPOTyKTHI, kombacueie | 10.13.14 0410 aHadPOOHBIX
U3/l U IPOAYKTHI U3 Msica 1601 Mukpooprann3MoB/KMA®AEM
12 | TOCT P 54354 m. 8.5.1 1602 DHTepokokku/E. faecalis/E. (menee 1-9,9x10°)
1603 faecium/roakrepun pona KOE/r

Enterococcus




Ha 17 nucrax, auct 4

1 2 3 4 5 6 7

13 | T'OCT P 54354 1. 8.6.1 baktepun rpynmbl  KUIIEYHBIX OO6HapyxeHo/
nanouex/BI'KIT/konmupopmubie He OOHApyIKEHO
OaxTepun/Oakrepun IpyIIIBI
KHIIEYHON HAIOYKH (KOJH(POPMBI)

14 | T'OCT P 54354 1. 8.8.1 KoarynasomnosnoxuTteabHble O6napy>xeno/
crapmokokkn u Staphylococcus He OOHApyKEHO
aureus/S. aureus

15 | T'OCT 7702.2.1 . 7.1, 8.2 | IlpoxykTel y6os ntunbl (Tymku, | 10.12.1 0207 KomuuecTBo Me30(DHITBHBIX (menee 1-9,9x10%)

4acTu TyIIEK, XKUp-ChIpel], koxka, | 10.12.2 0209 a’poOHBIX U  (haKyJIbTaTUBHO- KOE/r
cyomponykTel, Msco  nTuisl | 10.12.4 aHadPOOHBIX
MexaHudeckoi oOBanku, kocth | 10.13.14 Mukpooprann3MoB/KMAO®AEM
HTHUIBI IUIIeBas, ChIpbe
KoJITareHcoAepokariee),
OPOOYKIMS W3 Msca HTHIIbL,
roToBass K YHNOTpeOleHUI0 -
KOJIOAcHBIE, KyJIMHApHBIE
U3JeNusl, KOHCEPBBI U JpyTue
TOTOBBIE TPOIAYKTHI
16 | T'OCT P 54374 1. 8.1 Msico nTunbl, cyOmpoayKThl H baktepunm rpynmbl  KUIIEYHBIX OO6Hnapyxeno/
1oJTy paObprKaThl U3 Msica IITHITBI nanodyek/bI KIT/komudopmHbIe HEe 00OHAPYKEHO
OaxTepun/Oakrepun IpyIIIBI
KHUIIEYHBIX najgo4yex
(xomrQopmMBbI)

17 | T'OCT 7702.2.7 Msico nTunpl, CyONpOAYKTHI H BakTtepuu pona Proteus O6Hapy>xeHo/

o1y habpuKaThl U3 Msica MTUITBI He 00HApPYKEHO

18 | TTOCT 7702.2.6 mm. 8.1- | Msico nrumpl, CcyONnpoayKTHI, Cynbdurpeaynupyromune O6Hapy>xeHo/

8.4 1oJ1y pabpuKaThl U3 Msica MTHIIBI KJIOCTPUIIH HEe 00HapYXKEeHO

19 | TOCT P 54674 Msco mnTULBI, CyOMpPOMYKTHI H Staphylococcus aureus/S. aureus Oo6napy>xeHo/

110JTy haOpUKATHI W3 Msica IITHITBI He 00HAPYKEHO

20 | T'OCT 31468 Msco nrtunsl, cyOmpOIyKTHI | 10.12 0207 bakrepun pona Oo6napy>xeHo/

1oJTy paObprKaThl U3 Msica MITHITBI 10.13 0208 Salmonella/maTorennsre He 00HApPYKEHO
MUKpPOOPTaHW3MBI, B T. 4.
CaJIbMOHEJITBI

21 |[T'OCT 32149 1.7 [Inmessle npoayktel | 01.47.21 0407 Komnuectso Me30(pHIBHBIX (menee 1-9,9x10°)

nepepaboTKu st | 10.89.12 0408 a’poOHBIX W (aKyJIbTaTUBHO- KOE/cM?

CEIIbCKOXO03AUCTBEHHOMN IITHIIBI

aHa’POOHBIX

(menee 1-9,9x10°




Ha 17 nucrax, IUCT 5

1 2 3 4 5 6 7
Mukpooprann3Mos/ KMAO®AEM KOE/r)
22 | T'OCT 32149 . 8 baktepum Tpynmel  KHIIEYHBIX OO6napy>xeHo/
nanouek/bI'KIl/konudopmusie He 00HapyXKEHO
OakTepun/OaKTepuul  KHIICYHBIX
najxoyex (KoaudopMbl)
23 |TOCT 32149 1. 9 bakrepun pona OO6Hapy>xeHo/
Salmonella/marorennsie HEe 0OHApPYKEHO
MUKpPOOPTaHW3MBI, B T. 4.
CaJIbMOHEJITBI
24 | T'OCT 32149 1. 10 baxrtepuu pona Proteus O6napy>xeHo/
HE 00HAPYKEHO
25 |TOCT 32149 1. 11 baktepun Buga Staphylococcus O6napy>xeHo/
aureus/ HE 00HApPYKEHO
OakTepuu BUJa S. aureus/S. aureus
26 | 'OCT 32901 n. 8.4 MoJ10KO 1 MOJIOYHAST TTPOTY KITHSI 01.41 0401- | KomuuecTBo Me30(DHITBHBIX (menee 1-9,9x108
01.45 0406 a’poOHBIX U  (haKyJIbTaTUBHO- KOE/cm?
01.49 0410 | aHadPOOHBIX (menee 1-9,9x108
10.51 3501 MukpooprannsMoB/KMA®AEM KOE/r)
27 | T'OCT 32901 n. 8.5 10.52 3502 baktepunm rpynmel  KUIIEYHBIX OO6Hapyxeno/
3507 nanovex/BI'KIT/BI'KIT He 00HapyXeHO
(xomr¢opmBbI)
28 | I'OCT 32901 m. 8.8 [IpompiieHHast CTEPUIBHOCTD CrepmitbHO/
HECTEPHJIBHO
29 | T'OCT 30347 Mo10KO 1 MOJIOYHAST TTPOTY KITHSI 10.51 0401- Staphylococcus aureus/S. aureus/ OO6Hapy>xeHo/
10.52 0406 cTadUIOKOKKH S. aureus He 00HApPYKEHO
30 | TOCT 10444.11 [InimeBbie TPOTYKTHI 10.51 0401- | KomuuecTBo Me3oduabHbIX | (MeHee 1-9,9x10'")
10.52 0406 MOJIOUYHOKHCITBIX KOE/cmM?
10.86 MHKPOOPTaHU3MOB/ (menee 1-
KOJINYECTBO MOJIOYHOKHCIIBIX 9,9x10'' KOE/r)

MHKPOOPTaHU3MOB/Me30(ITBHBIC
MOJIOYHOKHCIIBIE
MHKPOOPTaHU3MBI/
MOJIOYHOKHCIIBIE
MHUKPOOPTaHU3MBI
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1 2 3 4 5 6 7
31 | TOCT 33924 MoI10KO ¥ MOJIOYHAsI TPOTy KIS 10.51 0401- KonnuaectBo Oudunodakrepuit/ (menee 1-9,9x10'")
10.52 0406 | Bifidobacterium/6udumoxrepun n KOE/cem?
10.86 (wnm) npyrue npoOUOTHYECKHE (mMenee 1-9,9x10!!
MHKPOOPTaHHU3MBI KOE/r)
32 | TOCT 33566 Mo10KO ¥ MOJIOYHAsI TPOTY KIS 10.51 0401- | KonmdecTBo IpoKiKe/ IpoKKI (menee 1-9,9x108)
10.52 0406 KOE/cM?
10.86 (menee 1-9,9x108
KOE/r)
KonndaecTBo miuecHeBbIX TpuboOB/ (menee 1-9,9x105)
IJICCHEBBIE TPUOBI/TIECEHN KOE/cm?
(menee 1-9,9x105
KOE/T)

33 | T'OCT ISO 6785 Moi10K0 ¥ MOJIOYHAs TPOIYKITHS 10.51 0401- | Salmonella spp./maTorenssie Hanuuue/
na 92, 93, 94, 9511, 10.52 0406 MHUKpPOOPTraHU3Mbl, B TOM YHCIIE OTCYTCTBHE
9.52,953,954,95.5 0410 CaJILMOHEIUIBI

34 | TOCT 10444.12 [IumeBsie npoaykthl, kpome | 10.20.1 0201- KomnmaecTBo mpoxkeid/ Iposxku (menee 1-9,9x10%)
. 4.1, ITpunoxenue b MOJIOKAa M MOJIOYHBIX NpoaykToB | 10.20.23- 0408 KOE/cem?

10.20.25 0701- (menee 1-
10.71 0910 9.9x108 KOE/r)
10.72 1201- KommaecTBo miecHeBbIX TpuOOB/ (meHee 1-9,9x10%)

10.82.2 1208 IJICCHEBBIC TPUOBI/TIIECEHN KOE/cm?
10.84 1501- (menee 1-9,9x10°
10.85 2106 KOE/T)
11.05.1 2201-
11.07 2206
35 |TOCT 10444.12 n. 4.2, Jpoxokn [TpucyrcTBHUe/
4.13 OTCYTCTBHE
(oO6HapysxeHo/
He 00HApYKEeHO)
[InecHeBbIe rpuOKI/TITIECEHU [IpucyrcTBue/
OTCyTCTBHUE
(oOHapy>xeHo/
He 00HApPY>KEeHO)
36 | T'OCT 10444.12 paznen 9, KommgecTBo TJIeCeHe u (menee 1-9,9x107)




Ha 17 nucrax, auct 7

1 2 3 4 5 6 7
[Ipunoxenue b JIPOKIKEN (B KOE/cm?
CyMMe)/TJICCCHH M JPOXOKHA (B (menee 1-
cyMMe) 9,9x10” KOE/T)
37 | TOCT 10444.8 [IuimeBbie MPOTYKTHI 10.11- 0201- | XuznecnocoOHbIE (menee 1-9,9x10%)
10.89 0408 | mpe3yMOTHBHEIE KOE/cmM?
10.91- 0701- | Bacillus cereus/B. cereus (menee 1-9,9x108
10.92 1302 KOE/r)
1404
1601-
2106
38 | T'OCT 10444.15 IInmeBbie TPOLYKTHI 10.20.1 0201- -9,
10.20.23- 0408 KonnyectBo Me30(puIbHBIX (MeHIieOlE?cfSl 09)
I'OCT 26670 1. 5.4 a’pOOHBIX U (PaKyILTAaTHBHO-
10.20.25 0701- AHAYPOOHBIX (menee 1-9,9x109
10.71 0910 MuKpoopranm3MoB/KMAD®AEM KOE/T)
10.72 1201-
10.82.2 1208
10.84 1501-
10.85 2106
11.05.1 2201-
11.07 2206
39 | TOCT 31747 . 9.1 [IumeBsie mpomykThi, kpome | 10.20.1 0201- | KomudopmHubie OO6HapyxeHo/
MOJIOKa M MOJIOUHBIX MpoaykToB | 10.20.23- 0408 OaxTepun/Oakrepun IPYTIIBI HE 00HapyXeHO
10.20.25 0701- kumevHbx nasodex/bIKIT
10.71 0910
10.72 1201-
10.82.2 1208
10.84 1501-
10.85 2106
11.05.1 2201-
2206
40 | I'OCT 30726 [TuimeBsie TPOTYKTHI 10.13.14 1601 baktepuu Buna Escherichia coli/E. O6napy>xeHo/

coli

HE 00HAPYKEHO
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1 2 3 4 5 6 7
41 |TOCT 31746 . 4.1.1 [IumeBsie npomykTel, kpome | 10.20.1 0201- Koaryna3zonomnoxurenbHbie O6napy>xeno/
MOJIOKA W MOJIOYHBIX IporykToB | 10.20.23- 0308 crapmiokokkn U Staphylococcus He 00HapyXKeHO
10.20.25 0407- | aureus/S. aureus
10.71 0410
10.72
10.82.2
10.84
10.85
42 | T'OCT 28560 [IuinieBbie TPOAYKTHI 10.11- 0201- | bakTepun pona Proteus, O6napy>xeno/
10.89 0408 Morganella, HE 00HApPYKEHO
10.91- 0701- | Providencia/Gaktepuu pona Proteus
10.92 1302
11.04-
11.07
43 | T'OCT 29185 [IuineBbie MPOAYKTHI 10.11 0201- Cynbdurpenayuupyromue O6napy>xeHo/
10.92 0408 OakTepun/ He 00HAPYKEHO
11.02- 0701- | cynbdurpenyupyromme
11.07 0910 Oaktepun
1101- poxna
1302 Clostridium/cynbutpeaymupyro
1501- | mme knocTpuaun
2106
44 | T'OCT 31659 [IuineBbie MPOAYKTHI 01.11- 0201- | bakrepuu pona Oo6napy>xeHo/
01.49 0410 Salmonella/marorenanre He 00HAPYKEHO
03.11- 0701- | MEKpOOpraHu3MBl, B T. 4.
03.22 2206 CaJIbMOHEJUIBI
10.11-
10.89
10.91-
10.92
11.05
11.07.19
45 | T'OCT 32031 [IuieBbie MPOAYKTHI 03.11- 0201- | bakrepun Listeria Oo6napy>xeHo/
03.22 0408 monocytogenes/ Listeria HE 00HApPYKEHO
10.11- 0504 monocytogenes/L. monocytogenes
10.73 0505




Ha 17 nucrax, 1uct 9

1 2 3 4 5 6 7
10.84 0511
10.85- 1501-
10.92 1605
1901-
2106
46 | MYK 4.2.2046-06 Peiba,  HepwiOHble  0OBexTHI | 03.11 0301- | [TaparemoymTHYeCKUi BUOPHOH/ (menee 1-9,9x10%)
paznen 4, m. 5.1 MPOMBICTIA, npoaykTel, | 03.21 0308 V.parahaemolyticus KOE/r
BbIpabaThIBaeMble U3 HUX
47 | T'OCT 28566 [IuineBbpie TPOLYKTHI 03.11- 0201- DHTEPOKOKKH/ (menee 1-9,9x10%)
10.92 0408 6aktepuu posa Enterococcus KOE/cm?
11.02- 0701- (menee 1-9,9x10%
11.07 0910 KOE/T)
1101- O6napy>xeHo/
1208 HE 00HAPYKEHO
1301- He o6Hapy:skeHO
1302 B 1 M/
1501- 6omnee 300 KOE/mn
2106
48 | Metoamyieckue Bona [EHTPATH30BAHHOIO - - Ps. ' aeruginosa/Pseudomonas | (menee 3 ,0-9,39X106)
PEKOMEHTATTAH. cHa0XeHus n BOJIOEMOB, acruginosa KOE/em
OO6napy>xeHue | (rapatesbHbIe GacceiiHbl, GaHM Ps. aeruginosa/Pseudomonas Oo6napy>xeHo/
UIEHTAHKAIHS N s Ollbli aeruginosa He 0GHAPyKEHO
Pseudomonas Aeruglnosil HCTIONB3yeMble Ul MHTBS M| Ps. . aeruginosa/Pseudomonas [IpucytcTBue/
B OOBEKTAX OKPYXAIOLEH | oomo Tpotesyp) aeruginosa OTCYTCTBHE
cpeasl (mUIIEeBBIX
MPOAYKTaX, BOJIE,
CTOHHBIX HKUIKOCTAX), C Ps. aeruginosa/Pseudomonas Oo6napy>xeno/
VIB. nprkasom | CMBIBBI ¢ TOCY/IBI, HHBEHTAPS 1 acruginosa He OBHAPYKEHO
MI/IH3I[paBa CCcCP OoT | PYK IIepcoHalia O6IlIeCTBeHHOF0 P - P d 0 /
24.05.1984 e — s.  aeruginosa/Pseudomonas pHCYTCTBHUE
aeruginosa OTCYTCTBHUE
49 | MP M3 P® Ne 96/225 n. | MuHepabHBIE BOJIBI - - Komanuectso Me30(DHITEHBIX, (0-300) KOE/em?
4.1.2 Me30TpO(HBIX a’poboB u

KonTponms  kawectBa w
0e301acCHOCTH

(bakyIbTaTHBHBIX aHARPOOOB/
o011ree KOJIMYeCTBO OaKTepuit
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1 2 3 4 5 6 7
MUHEpPAJIBHBIX  BOJ 1O Nunexc KOJTH(OPMHBIX O6napy>xeno/
XUMHUYECKIM u OakTepuii/Kou(OpMHEIE HEe 00HApYXKEeHO/
MHUKPOOHOJIOTMYECKUM OaxTepun (menee 3 ,0-9,9x10°)
HOKa3aTesM KOE/cm?

DekanbHbIe Kou(opMHBIE O6Hapy:xeHo/
Oaktepun He 0O0HapyKeHO/
(menee 3 ,0-9,9x10°)
KOE/cm?
CunerHolinas O6napy>xeno/
nanouka/Pseudomonas aeruginosa He 00HapyXeHo/
[IpucyrcTBue/
OTCYTCTBHUE
50 | TOCT 18963 . 4.1 IlutbeBas Boaa 10.86 2201 OO1mee KOJIMYECTBO OaKTEpHii (0-300) KOE/cm?
51 | TOCT 18963 . 4.2 11.07 2202 KonnuectBo Oakrepuil rpymnibl O6Hapy>xeHo/
KHITIEYHBIX najo4YeK/0aKTepun HE 00HApPYKEHO
IPYIIITbI KHIIIEYHBIX
naouek/BI'KIIT
52 | T'OCT P 54755 [TuineBbie TPOTYKThI 10.86 2201 baktepun Buma Pseudomonas O6napy>xeHo/
11.07 2202 aeruginosa HEe O0HAPYKEHO
53 | TOCT ISO 16266 BytunupoBanHas Boma, a Takxke 10.86 2201 Pseudomonas aeruginosa O6Hapy>xeHo/
BOJIa JPYTMX BHUJOB C HU3KUM 11.07 2202 He 00HaApPYKEHO
ypoBHeM (hOHOBOM (JIOPBL, B T. M.
BOJIa B IIaBaTENbHBIX OacceitHax
WIN BOJIA, TIpeHAa3HAYCHHAS JIIS
OBITOBOTO MOTPeOJICHUS
54 | CTB ISO 6461-2 Bonma moGoro Tuma, kpome Tex 10.86 2201 Criopsl  CyJIb(PHUTPE Ty ITUPYFOIITIX OO6HapyxeHo/
ciy4yaeB, Korjma —cymectsyer | 11.07 2202 aHa’poOOB (clostridia)/criopbr He 00HapyXeHO
BO3MOXHOCTb yIepKaHUs CYIbGUTPE Ty IUPYFOLIMX
TBEPJBIX YacTUIl HA MeMOpaHe KJIOCTPHINH
55 | CTB ISO 7899-2 IluTeeBas BOma, B TOM HYHCIIE 10.86 2201 Kuieynrsle 3HTEpOKOKKH/ OO6HapyxeHo/
yIIaKOBAaHHAS [TUTHEBAS BOJA 11.07 2202 bekanpHbIe He 00Hapy>KeHO
CTPENTOKOKKH/YHTEPOKOKKH
(pexaapHBIC CTPENTOKOKKH)
56 | T'OCT 31955.1 [TuteeBass Bojma, B ToMm uwmcie | 10.86 2201 E. coli w  xomadopmHbIe OO6HapyxeHo/
.. 4.1-4.3, 8.1-8.3 yIIaKOBaHHast ITMUThEBask BOJIA 11.07 2202 | 6akrepuu/ Escherichia coli/ E. He 0OHapyKeHO

coli
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57 | TOCT 30712 m. 6.1 [IponykThl 0e3aTIKOrOJILHOM 10.86 1302 KomnuecTBo Me30(UITBHBIX (1,0-9,9x10°)
MIPOMBIIIIJICHHOCTH 11.03 1901 a’poOHBIX W (haKyJIbTaTUBHO- KOE/cem?
11.05 2009 | aHA’POOHBIX
11.06 2106 MukpoopraunsMoB/KMAO®AEM
58 | T'OCT 30712 m. 6.2 11.07 2201- | KommuectBo Me30(HIEHBIX (1,0-9,9x10°)
2203 | @polOHBIX KOE/100 cm?
MHKpoopranuzMo/KM®>M
59 | TOCT 30712 m. 6.3 bakrtepum rpynmel  KMIIEYHBIX OO6napyxeHo/
nayoyek/Koau(opMHbIe HEe 00HapyKEHO
6axtepun/BI'KIT
60 | TOCT 30712 1. 6.4 Jpoxoxu (1,0-9,9x10%
KOE/ewm?
[TnecHeBBIe TPUOBI/TIIIECEHN (1,0-9,9x10%)
KOE/eM?
JpoxKku u nieceHu (B cyMMe) (1,0-9,9x10%
KOE/100 cm?
61 | MYK 4.2.1018-01 Bona CHUCTEM - - Ot60p TIPod -
[IEHTPAJIM30BaHHOTO IUTHEBOTO, OOmee uucio  Me30(pUIBHBIX
B TOM  YHCIE  TOPAYEro aIpoOHBIX ®  (haKyJIBTAaTUBHO (0-300) KOE/1
BOJIOCHA0KEHMSI, OacceitHOB aHa’POOHBIX
(kpome OacceiiHOB, MHuKpoopranmmos/OMU/o6tee
HCIIOJIB3Y EMBIX Mukpo6Hoe uncio (OMY) mpu 37°

B 0aJIbHEOIOTHYECKUX TETISX )

C

O6mmue (060011IeHHEIC)
KOJTH(OPMHBIC
6axtepun/OKb/o6006111eHHbIe

KOJTM(OPMHBIC OaKTEPHH

OOGHapyxeHo
OKB B 100 M1/
HEe O0HapyXKeHO/
OKb B 100 M
(0,3-240)
KOE/100 mu

Komudarn

(0-100) BOE/100 M
O6napyxeHo /
B 100 M1/
HE 00HApPYKEHO
B 100 M

Criopsl  CyJIb(PUTPE Ty ITUPYFOIITIX
KJIOCTPUIAN

O6napy>xeno B 20 mur/
He 00HaApPYKEHO
B 20 M1
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62 | MYK 4.2.1884-04 1. 2.1 Bona mnoOBEpXHOCTHBIX BOJHBIX Ot60p 1Ipod -
63 | MYK 4.2.1884-04 1. 2.8 00BEKTOB, OacceifHOB u O6mue (0606mennsie) | (Menee 50-7,0x10%)
aKBamapkoB (Kpome OacceiHOB, Kou(opMHBIE KOE/100 mn
HCIIOJIE3YEMBIX B 6akxtepun/ OKb/060011eHHbIC

64

MVK 4.2.1884-04 1. 2.9

0OaJIbHEOJIOTUUECKUX TIETISX)

KOoJI(hOpMHBIC OaKTepHUH

65

MVK 4.2.1884-04 1. 2.10

66

MVK 4.2.1884-04
[Ipunoxenue 1

67

MVYK 4.2.1884-04
[Ipunoxenne 1

Bona MMOBCPXHOCTHBIX BOJHBIX

00BEKTOB, bacceifHOB "
aKBamapkoB (Kpome OacceilHOB,
UCIONIB3YEeMbIX B

0aTbHEOTOTUUECKUX TIETISX )

Kommdarn (0-300) BOE/100 mur
[TaTtorennbie GakTEepuy ceMenCTBa O6HapyxeHo
Enterobacteriaceae pona B 1000 M1/
Salmonella/Bo30ynuTenn HE 00HApPYKEHO
KHILIEYHBIX UHpEKIIHA B 1000 M1/
OGakTepuaIbHON MPUPOJIBI O6Hapy>xeHO
B 1 v’/
HE 00HApPYKEHO
B 1 m?
OO61iee YMCIO MHKPOOPTAaHU3MOB (1-300)
mipu 22 °C/OMUY nipm 22 °C KOE OMUY 22 °C/mu/
(1-300)
KOE OMY/

MJT /OpUEHTHPOBOYHO
[Ton3yunit poct/
CILUIONIHOMN POCT

OO1miee 4nciIO0 MHKPOOPraHM3MOB
mipu 37 °C/OMU nipm 37 °C

(1-300)

KOE OMUY 37 °C/mu/
(1-300) KOE OMY/
MJI OPHEHTHPOBOYHO/
[Ton3yunit poct/
CILUIONTHOMN POCT

68 | MYK 4.2.1884-04
[Ipunoxenue 2
69 | MYK 4.2.1884-04 | Boma mOBEpXHOCTHBIX BOJIHBIX

[Ipunoxenue 4

00BLEKTOB, OacceifHOB i
aKBaIapKoB, BOJIA CHCTEM
IIEHTPAJIM30BAaHHOTO  MTUTHEBOTO
BOJOCHAOKEHUSI, B TOM UHCIIE
ropsiYero BOJOCHA0KEHHsI, BOJa

Criopel  CyJIb(PHUTPE Ty ITUPYFOIITIX Oo6Hapy>xeHo/
KJIOCTPHIHA He 00HApPYKEHO
Escherichia coli/E. coli O6HapyxeHo

OKBb B 100 vt/
HE 00HApPYKEHO
OKBb B 100 vt/
(0,3-240)
KOE/100 mn
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CHUCTEM  HEIEHTPaTU30BAaHHOTO
MUTHEBOTO BOJOCHAOKEHMS, BOJIA
MOBEPXHOCTHBIX BOJIHBIX
00BEKTOB, o6e33apakeHHbIe
CTOYHBIC BOJIbI
70 | MYK 4.2.1884-04 | Bona mMOBEpXHOCTHBIX BOJHBIX Staphylococcus aureus/S. aureus (menee 50-7,0x10%)
[Tpunoxenue 7 00BEKTOB, OacceltHOB u KOE/100 mn
71 | MYK 4.2.1884-04 | akBammapkoB (Kpome OacceilHOB, DHTEPOKOKKHU (0-300) KOE/100 mur
[Ipunoxenue 5 UCIOJIB3YEMBIX B
0aTHbHEOJIOTUUECKHUX TEJISIX)
72 | MY 2.1.5.800-99 | CtounbIe BOJIBI OO6mue (0606mennsie) | (1-10'%) KOE/100 mn
[Ipunoxenue 6 KOJTH(OpPMHBIC

73

MY 2.1.5.800-99
[Tpunoxenue 7

6axtepun/OKb/060611eHHbIe
KOJTM(OPMHBIC OaKTEPHH

CanbpMOHeIIb/BO30y TUTENTH
KUIIEYHBIX WH(peKImii
OaKTepUaIbHON IPHPOIHI

OtcyTtctBue B 1 3/
Hanuane B 1 v’

74 | MY 2.1.5.800-99 Kommdarn (1-300) BOE/100 mur
[Ipunoxenue 8§
75 | MY 4.2.2723-10 pa3nensl | OOBEKTBI OKpY KaroIel cpebl bakrepun pona | OTCyTCTBHE/HATUYHE
10, 11 (Boma  (mMHUTBEBAsl, OTKPBITHIX caiapMoHeia/Salmonella/
BOJIOMCTOYHUKOB, CTOYHAs), BO30OYIUTENH KHIIIEYHBIX
MOYBa, CMBIBBI C Pa3IMYHBIX uH(peKmii OaxkTepuaTbHON
PEIMETOB, BO3/TYX) TPUPO,IBI
76 | MYK 4.2.3695-21 IlouBa (mouBa, TECOK, TPYHT, OO6mme (06001mIEeHHbIE) (0-1000) KOE/t/

JIOHHBIE (NIPUIOHHBIE), WIIOBBIE
OTJIO’KEHUS, CalpOTeNn) >KUJIBIX
TEPPUTOPUIL, TEPPUTOPUIL
00pa3oBaTeNIbHBIX,
MEUIMHCKUX,
037I0POBUTENFHBIX OpraHU3aIuH,
KyPOPTHBIX W PEKpEallMOHHBIX
(ckBepwl, Tapku, OyJbBapBHl,
IUBDKA, B TOM YHCJIE TalleyHbIE,
JIECONIApKU)  30H,  HUIPOBBIX

KoJu(OpMHBIE OaKTepuu, B TOM
gucie Escherichia coli/ 6akTepun
TPYNIBI  KUIIEYHBIX  MAaJo4eK
/BI'KI1/7aKTO3010I0KHATEIEHBIC
KUIIICYHBIE MAJIOYKU
(xomaopMBb1)/

OKb, B Ttom umcme E.
coli/o6o01ieHHbIe  KOIH(POPMHBIE
6akxrepun (OKB), B T. U.
E. coli

(0-1000) kn/t
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IUVIOINAZIOK U JIBOPOB,  30H
CaHUTApHOM OXpaHbl BOJHBIX
00BEKTOB, TEPPUTOPUIL
CEIIbCKOXO03AMCTBEHHOIO

Ha3HAYCHHUSI (momns, capl,
OTOPO/IBI, npuycaneOHbIe
YYaCTKH, TeIJIMYHbBIE XO3SICTBA),
IPOMBIIIITICHHBIX 30H,
TPAHCIIOPTHBIX MAarucTpaiei u
JIPpyTUX TEPPUTOPHI, re
BO3MOYKHO BITUSTHUE
3arpsi3HEHHBIX TOYB (TECKa) Ha
3JI0pOBbE u yCIIOBUS
IIPOYKUBAHUSI HAaCEJICHUSI

DHTEPOKOKKH ((peKanbHbIe)

(0-2000) KOE/r/
(0-2000) x1/t

[larorennsle OakTepuu, B TOM
quCIIe CaJIbMOHEIUIEI

(0-300) KOE/r/
(0-300) x/r

OOImasi YMCICHHOCTh MOYBCHHBIX
MHKpoopraam3mMos/OMY

(0-10%) KOE/r

C.
perfringens/cynbhuTpe Iy TPy O]
ue KJIOCTPHUIUU

OO6HapyKeHbI
B 1 r mouBEl/
HE 0OHApPYKEHBI
B 1 r mouBe

AKTUHOMUIETHI U TPUOBI

(0-10%) KOE/r

77

MCTO,Z[I/I‘-IGCKI/Ie YKa3zaHuAa

o CaHHUTaPHO-

MHKPOOHOTIOTHIECKOMY

aHaIIu3y Je4eOHbIX
rpszeir, ytB. M3 CCCP
11.09.1989 No 143-9/316-

17

JleueOHbIe Tps3U  BCeX THUIIOB
(TopdsHBIE, campoIesieBble,
UJIOBBIE, MUHEpaJIbHbIE,
COIIOYHBIE), METOUIbI

Ot60p npod

O611ee MuKpoOHOE urcsi0/OMY

(1-10%) k/r

Tutp JIAKTO30II0JIOKHTEIbHBIX
KuIeuHbIX majodex/tutp JIKIT

(1-10°) xkn/r

Tutp
CYJIb(UTBOCCTAHABIHBAIOIINX
KJIOCTPHIMH/TUTP KJIOCTPHIHINA

(0-10%) xn/r

P. aeruginosa/Pseudomonas | OtrcytcTBue B 10 r/
aeruginosa Hammaue B 10 T
DHTEPOKOKK O6napy>xeno B 10 r/

He oOHapyxeHo B 10T

Cradmiokokk/S. aureus/
MaTOT€HHbBIE CTA()MITIOKOKKH

OtcyrtctBue B 10 1/
Hagnuue B 10T

78

MVK 4.2.2942-11 1. 3.1

Boznymnas cpena
(BO3MyX TOMEIIeHHUH Jie4yeOHBIX
YUpEXKIEHUH)

Ot60p TIpod -

Obumee KOIMIECTBO | (1 1000) KOE/100 ea’
MHKPOOPTraHU3MOB

S. aureus Oo6HapyxeHo/

He 00HapyKeHO

IInecHeBbIe TPHUOBI

(0-150) KOE/100 e’

HpoxokeBble TpruObI

(0-1000) KOE/100 cM’

79 | MYK 4.2.2942-11 1. 3.2 OOBeKTHI OKpYIKaloIIel cpebl, B baktepun rpynmbl  KUIIEYHBIX OO6napy>xeHo/
T. Y. H3JAEIUS MEIULIHUHCKOIO nagoyex/bI'KII He 00HApPYKEHO
Ha3HAYCHHUS, CIICIIOICKIA Cradumokokku/S. aureus OO6HapyxeHo/
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HE 00HAPYKEHO
CuHerHoiiHas nayouka/P. OO6napy>xeHo/
aeruginosa HE 00HApYXKEHO
CanpMOHEeIUTBI OO6napy>xeHo/
HE 00HAPYKEHO
80 | MYK 4.2.2942-11 pasnmen | U3aenus MeIULIMHCKOTO CtepunbHOCTh CrepmibHO/
4 Ha3HAYCHHUSI HE CTepUJILHO
81 | MVK 4.2.2942-11 pasnen | Pyku nepconaia baktepun rpynmbl  kmedHBIX | OTCyTCTBHE pocTa/
5 nanoyex/BI'KIT HAJIMYUE POCTa
Cradunoxokku/S. aureus OtcyTtcTBUE pocTa/
HAJIAYHE POCTa
Cunernoiinas nanouka/P. |  OtcyTcTBHE pocTa/
aeruginosa HAJIAYHE POCTa
CanbMoHe bl OtcyTtcTBUE pocTa/
HAJIAYHE POCTa
82 | Jononuenue JuctunnpoBanHas Boja [TuporenoOpasyromue (0-300) KOE/cMm?
K Metoandeckum MHUKPOOPTaHU3MBI
yKa3aHUSIM
«MuKpoOHOIOTHUECKUNA
KOHTPOJIb B aliTeKax»
Ne 3182-84 ot 29.12.1984,
ytB. M3 CCCP
83 | Metonnueckue ykazanus | M3genus MEIUIIMHCKOTO Ot60p TIPOO -
o ne3nH(eKIn, | Ha3HAUYCHUS baktepun rpynmel  KUIIEYHOM OTtcyTcTBHE pocTa
MpeACTEPUIN3AITMOHHON naouku/BIKIT MHUKPOOPIaHU3MOB/
OUMCTKE W CTEPUIU3AIUU HaJIW4YUe pocTa
W3 MEIUITMHCKOTO MUKPOOPTaHU3MOB
Ha3HAYECHMUS, 3070TUCTHIN CTAPUITOKOKK OtcyTcTBUHE pocTa
ytB. I'COH Mun3apasa MHUKPOOPTaHU3MOB/
Poccun  30.12.1998 Ne HaJU4#e pocTa
MV-287-113 MHUKPOOPTaHN3MOB
[Ipunoxenue 3 CuHerHoOWHas Mmajovka OTtcyTcTBUE pOcTa
MHUKPOOPTAaHU3MOB/
HaJTW4YUe pocTa
MHUKPOOPTaHU3MOB
84 | Unctpykius 1o | Bo3aymnueie CTEPHIIM3ATOPHI, Bacillus licheniformis mramm DddexTrBHBIIM
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IIPUMEHEHUIO CYLIMJIbHBIE IKa(bI G BKM B-1711/1 IIpoLecc
WHIUKATOPOB cTeprIIA3anuu/
OMOJIOTNYECKUX Hen(eKTUBHBIH
JUTST KOHTPOJISL BO3TYIITHOM poriecc
CTepUIIN3ALUI CTepUIIN3ALUT
«buoTECT-B-BIHAP»

Ne 154.328.2011

85 | UncTpykius o | [TapoBbie cTepunu3aTopsl - - Geobacillus stearothermophilus DddexTrBHBIIH
MIPUMEHEHUIO BKM B-718 nporece
WHUKATOPOB cTepuIn3anuu/
OMOJIOTHYECKHUX L Hea(peKTUBHBIH
KOHTPOJIS apoBOn poriecc
CTepUIIN3ALUN CTepUIIN3ALUU
«buoTECT-I12-BUHAP»

No 154.423.12UI1
86 | MP 4.2.0220-20 CwmpbiBa B OpraHu3aImsIx - - Ot60p TIPOO -
00I1eCTBEHHOTO MATaHUS baktepun rTpynmbl  kumieyHbIX | OTCyTCTBUE/HATHYKE
HaceJeHus, B TOM  YHCIE rajgo4ex/ BI'KIT/00Omue
NUIIEOI0KN JIeUeOHBIX, JETCKHX, Ko (opMHBIE OaxTepun/
JIOIIKOJBHBIX ¥ TIOIPOCTKOBBIX TEPMOTOJIEPAHTHBIE
YUpEXKIEHUH, TOPTOBBIE OOBEKTHI KoJIrpOopMHBIE OaKTEpHUH
u PBIHKH, peanu3yromue S. aureus/0akTepun poxa | OtcyTcTBHE/HANMYNE
102101 (S9:3% ) POTYKIIHIO, Staphylococcus
IIPEIPUATAS IHIIEBOM O6mas GaKkTepuanbHas (0-300) KOE/cMm?
MPOMBIIIUIEHHOCTH, OOBEKTHI O 00CeMEHEHHOCTh/
MPEIOCTaBICHUIO TOCTUHUYHBIX, oOree MHKp06Hoe yucto/OMY
OBITOBBIX, COITMAIBHBIX YCIYT,
yCIyr B 00MacTH  KyJIBTYPHI,
CIIOpTa, OpraHu3alu J0CcyTa,
pas3BiIeYeHU, TpoJake TOBAPOB
MIPOU3BOJACTBEHHO-TEXHIUYECKOTO
Ha3HAYeHHUsT JUI1 JIHYHBIX U
OBITOBBIX HY ]I
87 | TOCT ISO 11930 KocmeTrdeckast mpo Tty KIast 20.42.1 3304- | AHTEUMUKpOOHAS 3aIUTa: DddexTruBHBIIM
3306 - 3¢ HEeKTUBHOCTh HeHTpanuzarop/
KOHCEPBHPOBAHUS HedPHEKTUBHBIN
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HEUTpaIn3arop
88 | T'OCT ISO 18416 [TapdromepHO-KOCMeTHYECKAS 20.42.1 3304- Candida albicans OO0Hapy)eHbl/
TPOTYKITHS 3306 He 00HapYKEHbI
89 | T'OCT ISO 21149 [TapdromepHo-KOCMeTHYECKAS 20.42.1 3304- | Me3o¢umnbHbIe aspobusie | (0-1x10%) KOE/cm?
POy KITUS 3306 | 6axrepun/ /(0-1x10YHKOE/r
Me30(IbHbIE
MHKPOOPTaHU3MbI/0011Iee
KOJINYECTBO Me30()UITBHBIX
a9pPOOHBIX MUKPOOPTaHU3MOB
90 | TOCT ISO 22718 [TapromepHo-kocMeTHYECKas 20.42.1 3304- | Staphylococcus aureus OO6Hnapy>xeHbl/
MTPOTY KITHSI 3306 HE 00HAPYKECHBI
91 | TOCTISO 22717 [TapromepHo-kocMeTHYECKas 20.42.1 3304- | Pseudomonas aeruginosa OO6Hapy>xeHbl/
MTPOTY KITHSI 3306 HE 00HAPYKECHBI
92 | TOCTISO 21150 [TapdroMepHO-KOCMEeTHYECKAS 20.42.1 3304- | Escherichia coli OO0Hapy)eHbl/
PO Ty KITHST 3306 HE 00HApPYKECHBI

JHupextop Eccentykckoro ¢punumana @Y «Cesepo-Kapkazckuit [{CM»

(moBepennocthb oT 18.01.2022 No 01-01/376)

T.I. Hazapesu




